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Species Gene Symbol Gene ID GenBank Accession Transcript
Human CCAR2 57805 BC018269 NM 021174
About the gene

Official Symbol CCAR2

Previous Symbol KIAA1967

Official Full Name | cell cycle and apoptosis regulator 2

Synonyms DBC-1; DBC1; NET35
Location 8p21.3

Gene Type protein-coding gene

Uniprot ID Q8N163

Pathway/Library others

Core component of the DBIRD complex, a multiprotein complex that acts at the interface between core
mRNP particles and RNA polymerase I (RNAPII) and integrates transcript elongation with the regulation
of alternative splicing: the DBIRD complex affects local transcript elongation rates and alternative
splicing of a large set of exons embedded in (A + T)-rich DNA regions (PubMed:22446626). Inhibits
Gene Summary SIRT1 deacetylase activity leading to increasing levels of p53/TP53 acetylation and p53-mediated
apoptosis  (PubMed:18235501, PubMed:18235502, PubMed:23352644). Inhibits SUV39HI1
methyltransferase activity (PubMed:19218236). Mediates ligand-dependent transcriptional activation by
nuclear hormone receptors (PubMed:19131338). Plays a critical role in maintaining genomic stability and
cellular integrity following UV-induced genotoxic stress (PubMed:23398316). Regulates the circadian




expression of the core clock components NR1D1 and ARNTL/BMALI (PubMed:23398316). Enhances
the transcriptional repressor activity of NRIDI1 through stabilization of NRID1 protein levels by
preventing its ubiquitination and subsequent degradation (PubMed:23398316). Represses the
ligand-dependent transcriptional activation function of ESR2 (PubMed:20074560). Acts as a regulator of
PCK1 expression and gluconeogenesis by a mechanism that involves, at least in part, both NR1D1 and
SIRT1 (PubMed:24415752). Negatively regulates the deacetylase activity of HDAC3 and can alter its
subcellular localization (PubMed:21030595). Positively regulates the beta-catenin pathway (canonical
Wnt signaling pathway) and is required for MCC-mediated repression of the beta-catenin pathway
(PubMed:24824780). Represses ligand-dependent transcriptional activation function of NRI1H2 and
NR1H3 and inhibits the interaction of SIRT1 with NR1H3 (PubMed:25661920). Plays an important role
in tumor suppression through p53/TP53 regulation; stabilizes p53/TP53 by affecting its interaction with
ubiquitin ligase MDM2 (PubMed:25732823). Represses the transcriptional activator activity of BRCA1
(PubMed:20160719). Inhibits SIRT1 in a CHEK?2 and PSEM3-dependent manner and inhibits the activity
of CHEK2 in vitro (PubMed:25361978). CCAR2 HUMAN,Q8N163
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AR FRCNIDMEM (high glucose)+10% FBS. WS TES IR NN G R H E R -FE 5 2 1A CABH 1 AT BE R4 &5 4,
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AR ) EAR(E B S%293T (AN E'E4IH) (C6008):  https:/www.beyotime.com/product/C6008.htm.
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PRIBEATRII o A7 fi ] DL 39E— 25 0% 3 B e B 4 Pk S 0047 32 DRI g B8 119 56 72 DA R G SR I AE W 24 ThRE R 72
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
C0222 HER-FEERB(100X) 100ml
D0508S/M S R 21 4 4 R A A U ) 25/1007K%
D7080S/M/L T7 Endonuclease T (CRISPRZ5:3% [X] 2845 %5 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx 1ml
ST551-50mg Puromycin Dihydrochloride ("M & %) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 %) 250mg
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